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- A : Nasopharyngeal aspirate,
Nasopharyngeal swab,
Bronchoalveolar lavage
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2 AIY GC Labs Z & SAE S GC Labs 2 & SAIE S
K444 Adenovirus PCR(9Z) K449 RSV B PCR(9Z)
K445 Influenza A PCR(9Z) K450 Parainfluenza 1 PCR(9&)
SEJI|
HiOl2{ A K446 Influenza B PCR(9Z) K451 Parainfluenza 2 PCR(9Z)
PCR 9&
K447 Metapneumovirus PCR(9E) K452 Parainfluenza 3 PCR(9Z)
K448 RSV A PCR(9Z) -
K454 Adenovirus PCR(16&) K462 Parainfluenza 2 PCR(16Z)
K455 Coronavirus 229 PCR(16%) K463 Parainfluenza 3 PCR(16&)
K456 Coronavirus NL63 PCR(16Z&) K464 Parainfluenza 4 PCR(16%&)
=) K457 Coronavirus OC43 PCR(163) K465 Rhinovirus A/B/C PCR(16%)
HiOl 2 A
PCR 165 K458 Influenza A PCR(16Z) K466 RSV A PCR(16Z)
K459 Influenza B PCR(16Z) K467 RSV B PCR(16Z)
K460 Metapneumovirus PCR(16Z) K468 Bocavirus 1/2/3/4 PCR(16Z)
K461 Parainfluenza 1 PCR(16&) K469 Enterovirus PCR(16%)
E
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(MTB+NTM 22&)

M. avium, M. intracellulare, M. scrofulaceum, M. abscessus, M. chelonae,

M. fortuiturn complex, M. ulcerans, M. marinum, M. kansasii, M. genavense,
M. simiae, M. terrae, M. celatum, M. gordonae, M. szulgal, M. lentiflavum,

M. xenopi, M. smegmatis, M. malmoense, M. gastri, M. flavescens, M. vaccae,

MTB complex
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ot 2E(73)

M. xenopi, M. smegmatis, M. malmoense, M. gastri, M. flavescens,

M. vaccae, M. lentiflavum

el 2&5(43)

M. aubagnense, M. massiliense, M. mucogenicum, M. nonchromogenicum
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