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Vit.D deficiency : < 10.0
Vit.D insufficiency : 10.0 ~ 30.0
Vit.D sufficiency : 30.1 ~ 100.0
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I -
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Coenzyme Q10 X - 0.26 ~ 1.30 - BS99 pg/L S M2 20123 018 02
(GCRL e XO56) ‘ E__JI_FLI"CI)" : mg/L . HAPOI/AROI o %/2°| A=
A/ ARY /20 ol Tiar . e ot -

FFOIAE  WS/RHY

HBV DNA real-time AR ARY HHE

PCR A& AN /ARY E-3/2Y - HAIY/AQYU L E@-Z2/1Y - NZY I HZESA

(GCRL 2 E : S606) (128 12¢ &22)
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